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Spot no. Protein Name Species Function MOWSE
1 Heat shock protein gp96 | Strongylocentrotus purpuratus (Sea Chaperone 260
Squirt)
2 PDI Conus marmoreus(Cone Snail) Protein folding 149
3 Calreticulin Meloidogyne incognita (cotton root-knot Binds misfolded proteins | 69
nematode)
4 Heavy metal binding M. edulis (Blue mussel) Heavy metal binding 227
protein
5 Heavy metal binding M. edulis Heavy metal binding 297
protein
6 Heavy metal binding M. edulis Heavy metal binding 319
protein
7* Unamed Tetraodon nigroviridis (pufferfish) 34
8 No identification
9* Protease serine 1 Mus musculus (Mouse) Cell control 31
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